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Human MT-la RNA 
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Human MTfe/r RNA 



h , s 



Cleavage 
Site 



Stem III i 


Stem 1 


Jag ggc ugci guc 


UGC aaaggg g.. 



fcf) 



3-...UC ccg acg ca ACG UUU CCC C...-5' (itq id A-'- 6 ^ 



Ribozyme 
core sequence 



A 



A 



,gu 



G A 

C-G 

A-U 

G-C 

G-C _1 
A G 

GU 



Human MT-le/r Rz 



Stem II 




rOlxjaqiunN ||eo 



Fig. 14 



Human MT-laRz: , , , * ,-»\ 

Forward Primer: 5'-CCG AAT TCG CAC TTC TCT CTG ATG AGT CCG TGA GGA CGA A-3' 6 ,0 ' 7 - 

Reverse Primer: 5'-GCT CTA GAG CGT GTG TGT GCA AAG GGG CAT TTC GTC CTC ACG GAC-3' . 

Human MT-lf Rz: , rt v 

Forward Primer: 5'-CCG AAT TCG CAC TTC TCT CTG ATG AGT CCG TGA GGA CGA A-3' CiHQ z '> 

Reverse Primer: 5'-GCT CTA GAG CGT GTG TGT GCA AAG GGG CGT TTC GTC CTC ACG GAC-3' . 

Human MT-le/r Rz: .. 

Forward Primer: 5'-TAC CCG GGC TGT GTG TGT GTA GGG CTG CGT TTC GTC TCA CGG AC-3' » o 5 * ) 
Reverse Primer: 5'-GCT CTA GAG CCC CCT TTG CAC TGA TGA GTC CGT GAG GAC GAA-3' (5*1 i D rK • 3 

Human MT-lghW-ll Rz: , . , r ,, 3 \ 

Forward Primer: 5'-GCT CTA GAG CCC CCT TTG CAC TGA TGA GTC CGT GAG GAC GAA-3' O " •* 

Reverse Primer: 5'-TAC CCG GGC TGT GTG TGT GTA GGG CTG CAT TTC GTC CTC ACG GAC-3'( «& * >H) 

Human MT-lb Rz: _ .,, ^ 

Forward Primer: 5'- CCG AAT TCG AGC CTT TGC ACT GAT GAG TCC GTG AGG ACG AA-3' 10 ih > . . 

Reverse Primer: 5'-GCT CTA GAG CGT GTG TGT GTA GGG CTG TGT TTC GTC CTC ACG GAC-3' * c • ^ 



